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I. Introduction

Antibiotic susceptibility and resistance data from sentinel surveillance sites is crucial for
understanding and monitoring the facility, state and national level AMR trends and guiding
antimicrobial stewardship programs. This guidance manual was prepared to support National
Antimicrobial Resistance Surveillance Network (NARS-Net) laboratories on WHONET-based
data entry and reporting of priority bacterial pathogens and their Antibiotic Susceptibility (AST)
data to NCDC.

This manual provides step-by-step instructions on using the pre-configured WHONET 2022 file
provided by NCDC to record and report AST data and includes steps on how to

e Download and install WHONET 2022 64-bit version. Assessed from

http://www.whonet.org/software.html

Create a new lab configuration in WHONET 2022 for reporting to NCDC;
Modify bacterial isolate AST data in WHONET 2022

Validate AST data file before sending to NCDC

Export selected AST data file using WHONET

Submit AST data of priority bacterial pathogens to NCDC

NB: WHONET data entry and reporting guidance will be updated with improved data
validation checks to minimize errors and guidance on Captura AMR
Surveillance/Epidemiological reports once these options are fully functional in WHONET
2022.

Laboratories with a laboratory information management system (LIMS) for recording
microbiology data are advised to contact NCDC for further guidance.

This guidance manual was prepared with technical support from US Centers for Disease Control
and Prevention (CDC).


http://www.whonet.org/software.html

Il. Download and Install WHONET 2022 on Desktop/Laptop

The following steps are required to set up WHONET 2022 on your Desktop or Laptop with
Microsoft Windows® operating system.

@Y Mail - Shallu Kathuria - Outiook X

@ whonet 2022 - Search

(3 https//whonet.org/software.htm

WHONET

Software

WHONET 2022 WHONET 5.6

1 “l T Ii ETFIFEEEEE) WHONET 5.6 is a desktop application with

support for 24 languages and 2022 CLSI
and EUCAST breakpoints

WHONET 2022 is a modernized and
expanded version of WHONET 5.6. This
version supports 44 languages and

— s O

Download Download

includes new features for exporting to the
WHO GLASS data structure. Further
information on GLASS can be found using
this link.

32-bit installation (60 MB)

Build date: 2022-04-20

32-bit installation (4.6 MB)
64-bit installation (4.6 MB)

Build date: 2021-09-23

Version: 21.9.23
It includes support for CLSI 2022 M100,
M45, M60, M61, as well as EUCAST 2022
bacterial breakpoints. Also included are the
most recent CLSI VETO1, VET03/04, and
VETO6 breakooin

The Automation Tool can be configured to
execute an entire workflow of data
processing, aggregation, and analysis steps.
It includes optional services which either
run on a set schedule, or are triggered in
response to new files appearing in
designated "watched" locatiens. You can
configure any set of analyses you wish
from simple statistics to sophisticated
outbreak detection. The system also has
integrated process monitoring and email
alerts for:

Download

32-bit installation (88 MB)
64-bit installation (88 MB)

Build date: 2022-06-15
Version: 22.6.15
Release notes

* Missing input files

Step 1: Access the WHONET website: http://www.whonet.org/software.html.

Step 2: Click on "WHONET 2022 64-bit latest version installation”. Once clicked the WHONET

d WHONET2022-Set...exe
1

2022 software begins to downloa It is recommended to wait until the software

is downloaded.
Once downloaded, the file is saved in the "Downloads" folder of the Desktop/Laptop.

Step 3: The Download file named as "WHONET2022-Setup-x64" would be available for
installation in the downloads (or another specified folder) of your computer.

Copy the setup file to an external drive as backup for future use.
Step 4: Open the downloads folder

Step 5: Double click on WHONET2022-Setup-x64 and follow the onscreen instructions to set up
and install the program (marked with a yellow arrow)



http://www.whonet.org/software.html

® . WHONET 2022 Setup

WHONET 2022

WHONET Licensing Agreement

By exercising the Licensed Rights (defined below), You accept and

agree to be bound by the terms and conditions of this WHONET
Licensing Agreement ("WHONET License"). To the extent this
WHONET License mav be interpreted as a contract, You are granted v

Step 6: Tick the checkbox which indicates "I Agree to the license terms and conditions” Click
"Install". Following this, a window seeking permission to set up this software would open up.
Click on "yes".

Step 7: The "WHONET 2022 Setup Wizard" screen would pop up. Click on the icon "Next".

& WHONET 2022 Setup

Welcome to the WHONET 2022 Setup
Wizard

The Setup Wizard will install WHONET 2022 on your
computer. Click Next to continue or Cancel to exit the Setup
Wizard.,

| > | Next Cancel




Step 7: A new window labelled "End-User License Agreement” would appear. Upon reading the
WHONET Licensing Agreement, click the checkbox that reads "I accept the terms in the License
Agreement”. Finally , click on the icon "Next".

i WHONET 2022 Setup

End-User Lice . 0t . ;ﬁi v
Please read the following Iicensaagmﬁﬁﬁ_' \

e ’ P ) Tl : 2 )

WHONET Licensing Agreement i f

By exercising the Licensed Rights (defined below), You accept and
agree to be bound by the terms and conditions of this WHONET
Licensing Agreement (" WHONET License™). To the extent this
WHONET License may be interpreted as a contract, You are
anted the Licensed Rights in consideration of Your acceptance of
ese terms and conditions, and the Licensor grants You such rights |
consideration of benefits the Licensor receives from making the

1w r . L. | 14 1 w1 " 1 1"

[]1 accept the terms in the License Agreement

Print Back Cancel

I

Step 8: A "Custom Setup” screen would appear. Follow the onscreen instructions and click
"Next".

fig: WHONET 2022 Setup

{ Custom Setup.
Select the way .xmgfeanmsm e i

Click the icons in the tree below to change the way features will be installed.

Microbiology laboratory data
analysis software.

This feature requires 6232KB on
your hard drive.

Location: C:\WHONET)\ Browse...

Reset Disk Usage Back Cancel




Step 9: The "Ready to Install WHONET 2022 screen will appear. Click "Install”

fi&© WHONET 2022 Setup — X

Ready to install WHONET 2022 ~ ¢ R NN

Click Install to begin the installation. Click Back to review or change any of your
installation settings. Click Cancel to exit the wizard.

Back I Install I Cancel

Step 10: Once the installation is fully complete, click the finish button to exit the setup wizard.

fig: WHONET 2022 Setup B %

Completed the WHONET 2022 Setup
Wizard

Click the Finish button to exit the Setup Wizard.

co

ack Cancel




Step 10: Once the software is successfully installation, A new window that reads "Installation
successfully completed"” will appear. Click on the button "Close".

Installation Successfully Completed

Once the installation is complete, two shortcuts labelled "WHONET 2022" and "BacLink"
respectively will appear on your desktop, as seen in the picture below (Indicated by a yellow
arrow).

-l O Type here to search

Congratulations! You have successfully installed WHONET 2022.



alal=las
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I11. WHONET 2022 Laboratory Configuration for Reporting

WHONET 2022 is a Windows-based desktop application designed to manage and analyze
microbiology laboratory data, focusing on antimicrobial susceptibility test resultsl. The latest
edition of WHONET runs on Microsoft Windows (Vista, 10 and 11). Through Windows emulators,
WHONET 2022 can be successfully run on Linux and Macintosh computers.

If WHONET 2022 is installed and functional on your computer, the next step is to create a data
file from a site-specific reporting configuration.

If you are currently using WHONET 5.6 or older version, it is recommended to download and
install WHONET 2022. Refer to section 1 for downloading and installing WHONET 2022

Create a data file using a site-specific configuration file.

Each laboratory in the National AMR Surveillance Network that enters data in WHONET
receives a unigue site-specific configuration file labelled as (LABIND.XXX) from NCDC for
WHONET data management and reporting. Each laboratory must download the configuration
file and place it inside the WHONET 2022 folder.

The site-specific configuration file would be sent to an individual NARSNET laboratory in a
"zipped folder" attachment from amrsurveillance@gmail.com

Step 1: Download the zipped folder attachment from the email received from
amrsurveillance@gmail.com.

Step 2: Open "downloads" folder and you can access the "zipped folder" attachment.

1 http://www.who.int/medicines/areas/rational use/AMR WHONET SOFTWARE/en/
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Step 3: Unzip the file by double-clicking on the folder or using right-click option; you will get the
menu for the extract all option.

(In case of any difficulties in accessing the folder, please contact NCDC for further assistance)

Step 4: The folder contains a site-specific configuration file named "LABIND.XXX" (wherein X
denotes your laboratory code for the national AMR surveillance network lab assigned to each lab
by NCDC).

The example below is the site-specific laboratory configuration file for network site BJMC where
the configuration file is labelled as LABIND.NO1 (Refer to Annexure 1 for Lab codes for reporting).

Extract BIMC Ahmedabad Reporting Configuration

Home Share View Compressed Folder Tools
ol “ 1 » AMRPC » Downloads » BIMC Ahmedabad Reporting Configuration
() Mame Type Compressed size

- Cluick access
LABIND.MO1 NDT File 7 KE
BN Desktop

+# Downloads

= Documents

= Pictures
Bhopal_2020
LHMC 2019
Shallu
WHONET

W AMR PC

¥ 2D Objects
BN Desktop

= Documents
4 Downloads
b Music

= Pictures

B Videos

b

1 item 1 itemn selected 244 KB

Step 5: Copy ("Control™ + "C") this file. (You may also copy by right-clicking and selecting
"copy" from the drop-down menu, as depicted above).

Once copied, open the WHONET folder on your computer > Click on "My computer"> click on
"C" drive. Then click and open the "WHONET" folder.

(NB: You might see multiple configuration files inside the WHONET folder if you have already
configured WHONET on your desktop/ laptop)

Step 6: Paste the LABIND.XXX configuration file in the WHONET folder by right-clicking and
selecting "Paste” from the drop-down menu



WHOMNET

File Haome Share Wiew
L Rl o *» AMRPC » Windows (C:) » WHOMET »
-
Marme Date modified Type Size
s Quick access
D LABIND.MOT 20-10-2021 11:58 MO File 25 KB
[ Desktop * X X
configurations 25-10-2021 11:19 File folder
¥ Downloads * Data 22-10-2021 14:06 File folder
Documents  # Documents 22-10-202112:28 File folder
[&=] Pictures - Temp 21-10-2021 13:43 File folder
Data Macros 07-10-2021 15:34 File folder
Roles of dept in NA CLUSTER 05-10-2021 13:49 File folder
Codes 05-10-2021 13:49 File folder
Shallu
sop Language 05-10-2021 13:4% File folder
Machines 05-10-2021 13:49 File folder
3 AMR PC MacroTemplates 05-10-2021 13:49 File folder
“ 2D Objects Resources 05-10-2021 13:49 File folder
I Desktop %64 05-10-2021 13:49 File folder
= *86 05-10-2021 13:49 File folder
Documents
Cutput 05-10-2021 13:12 File folder
¥ Downloads Backup 01-10-2021 10:46 File folder
D Music Log 18-02-2020 12:43 File folder
[&] Pictures
B Videos
i Windows (C:)
- DATA (D)
=¥ Network

Step 7: Once the site-specific configuration file is saved in the WHONET folder, close the window
and double-click on the WHONET 2022 icon on your desktop.

Ll © Type here to search

Step 8: Once WHONET 2022 software is open, you will see the recently copied configuration is
displayed under the "Laboratory name"

In the example given below, BJIMC Ahmedabad has an existing laboratory configuration
designated by Laboratory code NO1. Following the steps above, we have added a laboratory
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configuration file for reporting set AMR data to NARSNET. In the same way, "Click on your
laboratory's name and click on the "Open Laboratory".

¥ Laboratory

Country code  «  Laboratory code Laboratory name | Mew laboratory |

BJMC Ahmedabad NCDC Reporting Configuration 2022

WHO GLS WHO GLASS Demanstration
WHO TST WHO Test Laboratory | Open laboratory < ]

| Modify laboratory

| Copy laboratory

| Delete laboratory |

| Language and dates

| Select fonts |

Step 10: The following window will automatically open. Click on the "data entry" tab and
select "New data file" from the drop-down menu.

# WHOMET 2022 - BJMC Ahmedabad NCDC Reporting Configuratio

File | Dataentry | Data analysis Help

| Newdatafle <
Open data file

Combine, export, or encrypt data files
Update data files to SCLite
View SCLite database

Modify clinical report
Modify data file structure

1 CWWHONET\Data\2022 NCDC FINAL DATAWCDC_2022_FINAL_inxcombined.sqlite

2 CWWHONET\D ata\20220ND-RAN-2022 (1st Quarter).sqlite

3 CWHONET\Data\2019LHMC 2019LHMOL. dbf

4 CWWHONET\D ata\2021datal2021 data\Phase-6 sites\SPBMC Bikaneri2021 Q4 SPMC BIKAMER. sqlite

11



Step 11: Once the new data entry tab is selected, a pop window opens up for saving the newly
created data file. These files, by default, are stored inside the "Data" folder inside WHONET
Folder. We recommend naming your data file with your laboratory's reporting year, reporting
Quarter, and 7-10 letter code (YYYY QD XXXX-XXXX). The image below shows that the
data file is named "2022Q1_BJMC-AHM.sqlite". Once renamed, click "Save".

1. YYYY denotes reporting year (2021,2022)
2. QD denotes Quarter Of reporting (Q1, Q2, Q3, Q4)
3. XXXX-XXXX denotes lab code (Refer to Annexure, page 44-46 )

u « WHOMET » Data v | D O Search Data
Organize « Mew folder == « o
) 3D Objects *  Name Date *
[ Desktop 207 05-01
[£ Documents 2018 05-01
4 Downloads 2019 22-1(
D Music 2020 16-11
= Pictures 2021data 02-08
2022 01-0¢
B videos
N . 2022 NCDC FINAL DATA 10-0F o
e Windows (Z:) o [ = o
A
File name: | 202201 BIMC-aHM ] .
Save as type: | SQOLite (*.sqlite) ~
A Hide Folders Cancel

Step 12: A new window appears once you save the new data file allowing you to perform data
entry. You are now ready to do data entry in your site's WHONET data file pre-configured.

N
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View database
Patient

Identification number ‘ \Village/Locality BacTrack summary
Age District
Date of admission

Institution Location type
Location Department

Specimen
Specimen number Specimen type |:|
Collection date E
Wicrobiology FATIENT_ID
Organism
Inducible clindamycin resistance Maximum: 30 characters

Vancomycin screen plate

® Disk © mc Etest
Ak [ AP AMC Az
[ FEP c1x FOX
oz [ | CRO CHL cP
cu [ DOX ETP ERY
Fos [ | GEN GEH 1P
wz [ | MEM HNO NAL
NET [ | NIT PEF TzP
T [ TCr ToB ST
o[ XM AMX AXS
sam || Azh CEC czo
cre [ csL crc cPo
ca [ | cov cr Lvx
wex [ | NOR OFX Tce
Tec [

Other

H 1 Type here to search
I1. Enter isolate results into WHONET 2022

Step 1: Click to launch the WHONET 2022 application from the desktop.

WHOR
data entry

Control Panel

L Type here to search




Step 2: select your laboratory under "laboratory name™ and click "Open laboratory".

Country code « Laboratory code Laboratory name | Mew laboratory |

BJMC Ahmedabad NCDC Reporting Configuration
WHO GLS WHO GLASS Demonstration
WHO TST WHO Test Laboratory | ‘Open laboratory (‘_'.I

| Modify laboratory

| Copy laboratory

| Delete laboratory |

| Language and dates |

| Selectfonts |

— | |

Step 3: Click the "Data entry" tab. From the drop-down menu, select "Open data file".

ing Configuratic

MNew data file Y

Open data file <‘ |

Combine, export, or encrypt data files
Update data files to S0Lite
View SQLite databasze

Modify clinical report
Modify data file structure

1 C:IWHONET\Datal202201_BJMC-AHM sglite

2 CWHONET\Data\2022 NCDC FINAL DATAINCDC_2022_FINAL_inxcombined.sqlite
3 C:WHONET\Datal2022UND-RAN-2022 (1st Quarter).sqlite

4 CWHONET\Data\2019\LHMC 2019\ HMC. diof

14



T > AMRPC » Windows (C) » WHONET » Data

Organize Mew folder
Macros A Name
Output 2017
[ AMR PC 2018
_JJ 3D Objects 2018
B Desk 2020
eskto
: : 2021data
|=] Documents 2022
¥ Downloads 2022 NCDC FINAL DATA
J‘) Music Quarter wise 2022 data
= Pictures |J 202201_BIMC-AHM.sqglite
m Videos @ ExcelDemo

£37] IGIMS Patna_Q4_2021

e Windows (C:) -
=] Vitek2-demo-data

MATA (1) &

v 0 O Search Data
= w
Date modi..  Type Size
03-01-202..  File folder
03-01-202..  File folder
22-10-202..  File folder
16-11-202..  File folder
02-05-202..  File folder
01-06-202...  File folder
10-06-202...  File folder
26-03-202...  File folder
16-06-202...  SQOLITE File 20 KB
1204700 Micenraft 21 KE
Type: SQLITE File .

Size: 20.0 KB

Date modified: 16-06-2022 15:31

37

File name: ‘

v\ Al files (*)

2 KB

Cancel

Step 4: The most recent data file can also be selected by sorting the date modified or selecting

the file with the current date mentioned against it. Select the previously saved data file with

date and lab name and click open

Step 5: Enter data, and click "Save isolate™ for each isolate entry.

15



WHONET\Data) 202 BIMC-AHM sqlite

ata entry
Origin Human v Save isolate <:

View database
Patient

Identification number 123454 VillagefLocality Sihor To s ST

Age 35 District

Sex m State GJ Print

Date of admission May-

25-May-2022 Exit

Location Caliper Clear

Institution BJCH Location type
Specimen

Specimen number 4689 Specimen type

Collection date 29-May-2022

Identification number

Microbiology PATIENT_ID

Organism m Staphylococcus aureus ss. aureus

Inducible clindamycin resistance Positive Maximum: 30 characters

Vancomycin screen plate “ Positive grawth

ML EERETE. Staphylococcus sp. v

@® Disk O mic

Other

Alerts

WHONET41  Medium priority
Staphylococcus aureus
Wethicillin-resistant Staphylococeus aureus
Important resistance
Infection control alert
Wicrobiologist and clinical report message:
Depending on your area, resistant isolates may be uncommon

WHONET-165  Low priofity
Staphylococeus sp
Fluoraquinolones = Susceptible
Therapy comment

Clinical report message:
Isolates may develop resistance during therapy. Testing of repeat isolates may be warranted

A new popup window will appear on the WHONET data entry page, which would prompt as
"Do You want to save the isolate?" With three options

« Save the isolate
« Save the isolate and continue with the same specimen
« Save the isolate and continue with the same patient

The bottom right corner of the screen will also show if this is a critical isolate/ alert based on its

sensitivity entered by providing eight different actions/hints for saving the isolate or sending it
to the reference lab.

—-Quality control Alert -Send to a Reference Lab
-Important Species -Infection Control Alert
—Important Alert -Therapy Alert

-Save the Isolate —-Other Alert

Choose the appropriate option and click "Ok."
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Do you want to save this isolate? |:>
(®) Savethe isolate < ]
Cancel

() Save the isolate and continue with the same specimen

() Save the isolate and continue with the same patient

Alerts

Infection control alert
Important resistance Therapy comment

Methicillin-resistant Staphylococcus aureus
Depending on your area, resistant isolates may be uncommaon.
Depending on your area, resistant isolates may be uncommaon.

Step 6: Click on WHONET once the data entry is complete.

Once you have completed the data entry, ensure all the data fields are complete, then save the
isolate and Click on "Exit."

INET\Data\202201_BJMC-,

Origin Human v Save isolate

View database
Patient

Identification number Village/Locality BacTrack summary

Age District

- State Print

Date of admission Exit <:

Location Caliper Clear
Institution Location type
Department
Specimen
Specimen number E Speciman type I:l

Location

Collection date

Identification number
Microbiology PATIENT_ID
Organism
Inducible clindamycin resistance Maximum: 30 charactars
Vancomycin screen plate
Antibiotic panel All antibiotics o
@ Disk O mec
AMK AMP AMC AZM
ATM FEP CTX FOX
CAZ CRO CHL clP
cu DOX ETP ERY
FOS GEN GEH IPM
LNZ MEM MNO NAL
NET NIT PEF TZP
TEC TCY TOB SXT
VAN Cxm AMX AXS
SAM AZA CEC Cz0
CFP CsL cTC CPD
cza [ | cov [ ] cr [ ] v [ ]
wex || NOR [ | ofx [ | e [ |
Tec || o o o
Other
Comment l:l

17



I11. To View and Edit AST data in WHONET 2022

To view a previously entered data file, open WHONET, open the laboratory configuration and
then click data entry to choose the data file last entered and saved in the data folder.

After choosing the data file from the WHONET data entry, follow the steps below. Step 1:

Click on the "View database" tab.

Origin Human v Save isolate
patent View database <:|
Identification number VillagefLocality Do STEY,
Age District
Sex State Print
Date of admission =
Location Caliper Clear
Institution Location type
Location E Department &I
Specimen
Specimen number Specimen type I:I
Collection date E
|dentification number

Microbiology PATIENT ID
Organism
Inducible clindamycin resistance Maximum: 30 characters
Wancomycin screen plate
Antibiotic panel All antibiotics -
@® Disk O me

amk [ e [ amc [ am [

P FEP [ | e [ | Fox [ |

caz [ | crO [ | cHL [ | cr [ |

cu [ ] pox [ | S ERY [ |

Fos || GEN | | GeH | | Py

wz [ MeM || wno [ | NaL [ |

NET || Nt PEF | | P ||

TG || ey || ToB | | sxt [ |

van [ o [ | x| ~s ||

sam [ | azn | cec [ | czo [ |

crr [ esL [ | ctc [ | cPD [ |

cza [ | cev [ | crR [ | wx [

wex || NOR || o || Tcc ||

Tec || - - -
Other
Comment I:l

The entire database will be displayed as shown below

Editisolate Delete Find Print Continue

:?j;‘élcrauw Sﬁren?;f” Organism  Country  Laboratory  State  Village/Locality Sex  Age Location LUE;M” E::;:;un g:t!mm gzzclmen
20/00350949 CSR121 eco IND GJ Daladi m m cz2 IPD 28121993 11/2021 ur
20/00366900 CSRo21 eco IND Gl Central Jaill He-sub m 22 EMV Eme 28M2/2020 112021 ur
20/00370188 CSRai21 eco IND Gt Hathila HanumanNiC | m 62 G7 IPD 28M12/2020 11/2021 ur
20/00351518 CSR14/21 eco IND GJ 63 Umanagar,Amraiw... |f 60 (V] Icu 28M2/2020 11/2021 ur
20/00370383 CSFP22/21 &co IND GJ :Ghora;Umreth:Anand | m 80 F4 IPD 281212007 1H/2021 fi
20/00370446 CS0OPD4/21 eco IND GJ 10M7 ; Old Muncipal m 3 OPD OFD 11/2021 ur
20/00365347 CSR57/21 eco IND GJ Jitu Bhagat Compound |f 50 Al IPD 281212020 11/2021 ur
21/00000725 CSRE1/21 eco IND Gl C-203 Jyoti Rec. Nr. f 7 cz IPD MNM2/2020 2ni2021 ur

» 21/00001276 CSOPD12/21 eco IND RJ m 81 OPD OFD 2112021 ur
20/00339245 CSFP41/21 eco IND RJ Bego Dist Chittodgar m 55 G10 IPD 28M2/2020 2112021 ps
20/00351319 CS8FP55/21 eco IND GJ Military Camp;Shahib m 1 F7 IPD 1112021 41112021 ps

If you choose to enter the data for the subsequent isolate, click on "Continue."
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Step 2: To Edit saved isolate details.

On reviewing the database, you may recognize certain data entry errors. For example, the date
is mentioned in the village column inconsistent admission date in the database below.

Data entry - CAWHONET\Data\2021data\2021 data\Phase- 1 sites\BJIMC Ahmedabad\IND-BJA-AMR DATA JAN-MARCH 21.bja
Editisolate {1 Delete Find Print Continue
gemeation Specimen Organism  Country  Laboratory  State  VillagelLocality Sex Age  Location ;‘;Z"“"" e T on Conection tsvgzc""e"
20/00350949 csR/21 eco IND [=Y] Daladi m 1m |c2 IPD 28/12/1998 1112021 ur
20/00266900 CSR5/21 eco IND Y] Central Jaill He-sub m 22 EV Eme 28/12/2020 1112021 ur
20/00370188 csRrerz1 eco IND cJ Hathila Hanuman NI G| m 62 G7 IPD 28/12/2020 1112021 ur
20/00351518 CSR14/21 eco IND [=Y] 63 UmanagarAmraiw... |f 60 1cu icu 28/12/2020 1112021 ur
20/00370383 CsFP22/21 eco IND Y] ;GhoraUmreth;Anand | m 20 Fa IPD 28/12/2007 1112021 1
20/00370446 CSOPD4/21 eco IND cJ 1017 ; Old Muncipal m a1 oPD oPD ur
20/00365347 csR57/21 eco IND [=Y] Jitu Bhagat Compound | 50 A1 IPD 28/12/2020 1112021 ur
21/00000725 CSRE1/21 eco IND Y] ©-203 Jyoti Rec. Nr i 7 c2 IPD 311212020 2112021 ur
> 2100001276 CSOPD12/21 eco IND RJ 81 oPD oPD 21112021 ur
20/00339245 CSFPa1/21 eco IND RJ Bego Dist Chittodgar | m 55 G10 IPD 28/12/2020 2112021 ps
20/00251319 CSFP55/21 eco IND Y] Military Camp;Shahib | m 1 F7 IPD 10112021 4112021 ps
20/00363705 CSFP57/21 eco IND cJ 16 Fojadar Mi Ghali i 5 c2 IPD 11112021 4112021 of
20/00351319 CSFPE5/21 eco IND [=Y] Military Camp;Shahib | m 1 F7 IPD 10112021 412021 ps

If you want to update or modify this data to correct the respective data entry errors:

Step 10: Click on the "Edit table” tab (Arrow 1 below), make the data modification (Arrow 2 )
and then click "Continue™ (Arrow 3 below). A new window will pop up asking, "Do you want
to save the changes". Click "Yes" (Arrow 4 below).

Your changes will be saved in your AST database.

1 3
Edtisolale {neee Find U TR G—

|dentification Specimen ) - ! Location Date of Collection Specimen
number numiber Organism  Country  State  Village/Locality Sex Age  Location tipe admission date o
20/00350949 CSR121 eco [ND GJ Daladi m im |C2 IPD 281121998 112021 ur
20/00366900 CSRaIM eCo IND GJ Central Jaill He-sub m 22 EW Eme 28112/2020 1112021 ur
20/00370138 CSReIA eco IND GJ Hathila HanumanMNiC ~ 'm 62 G7 IPD 2811212020 2 1112021 ur
20/00351518 C8R14121 eco IND GJ 63 UmanagarAmraiwad |f 60 ICU ICU 2811212020 <:U2021 ur
. L JGhoraUmrethiAnand — |m 80 F4 IPD 28112/2020 1112021 fl
If you want to update any information in the
WHONET data 10M7 ; Old Muncipal m K} OPD OPD 10112021 ur
Jitu Bhagat Compound | f 50 M IP 021 ur
1. Click “Edit Table” cazdoiRech |7 |c2 P 021 ur
N 2. Make the changes in the Table by p———— . »
oy " anna Market Gandhi ur
clicking on the field wherever you Do you wsnt to save the changes?
want to make changes Bega Dist Chittodgar m 55 G10 021 ps
3.  Click “Continue”, a new dialogue box Military Camp:Shahin m |1 = 021 ps
willl 2z t6FojadariChali |5 02 021 o

4. Click on “Yes” to save the changes
made in the isolate information

Once you have updated the details, click "Continue™ again to continue data entry.

Alternately, you may edit data by clicking on the "Edit isolate" tab (Arrow number 1), make necessary
data edits (Arrow number 2) and then click "Save isolate™ (Arrow number 3).
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Data entry - CA\WHOMET\Data\2021data\2021 data\Phase-1 sites\BIMC Ahmedabad\IND-BJA-AMR DATA JAN-MARCH 21.bja

Editisolate «‘- table Delete Find Print Continue

Ioenncaton Specmen Organism  Country  Laboratoy  State  Village/Localiy Ser Age  Locaton LOCEHOM e O Cotecten ngc‘me”
20/00350949 CSR1/21 BCo IND GJ Daladi m im c2 IPD 28121998 12021 ur
20/00366900 CS5R5/21 eco IND GJ Central Jaill He-sub m 22 EW Eme 281212020 1112021 ur
20/00370188 CSR&/21 eco IND GJ HathilaHanuman NiC |m 62 G7 IPD 281212020 1112021 ur
20/00351518 CSR14/21 eco IND GJ 63 Umanagar,Amraiw... |f 60 Icu Icu 281212020 1112021 ur
20/00370383 CSFP22/21 eco IND GJ iGhora;Umreth;Anand  |m 80 F4 IPD 28M12/2020 10112021 fl
20/00370446 CSOPD4/21 BCO IND GJ 1017 ; Old Muncipal m 3 OFD OFD 1012021 ur
20100365347 CSRE7I21 BCO IND GJ Jitu Bhagat Compound | T 50 Al IPD 28122020 1112021 ur
21100000725 CSR61/21 C-203 Jyoti Rec. Nr. f 311212020 2112021

» ---m-——_\
20/00339245 CSFP41/21 eco Bego Dist Chittodgar  |m 281212020 2112021 ps
20/00351319 CSFPE5/21 eco IND GJ Military Camp;Shahib  |m 1 F7 IPD 1112021 4112021 ps

Once you click edit isolate, Data entry window will reopen, edit the required changes in the data

a entry - CAWHONET\Data\2021data\2021 data\Phase-1 sites\BIMC Ahmedabad\IND-BJA-ANR DATA JAN-MARCH 21.bja

origin Human S Save isolate <:|

View database

Patient 1

Identification number 21000001276 Village/Locality | MarketGanan| <: e
Age District

Sex state Y Print

Date of admission

Exit
Location Caliper Clear
Insfitution [ ] Lacation ype [oPo |
Specimen
Specimen number CSOPD12/21 Specimen type
Collection date 2-Jan-2021
Village/Locality
Wicrobiology LOCALITY
Organism Escherichia coll
Inducible clindamycin resistance ] Maximum: 20 characters
\iancomycin screen plate -
Antibiotic panel e .
@ Disk Q mc
AMK AP 25 [s AMC FEP [25 |5
o [ s ez [ ar & s ew ||
GEN IPM |24 s MNO NT |20 s
Othe
Comman —

Click "Save Isolate" and continue data entry for the subsequent isolate

IV. How to prepare AMR Data for Reporting to NCDC

Laboratories participating in the NCDC AMR surveillance must use WHONET to record and report
microbiology data unless there is a robust Laboratory information system (LIMS).

The data entry in the WHONET laboratory might depend on the availability of infrastructure,
equipment, bacterial culture methods, local antibiotic policy, preferences from clinicians, and other
needs.

Only selected data fields in WHONET need to be NCDC for AMR surveillance. The section below
describes how data managers at laboratories participating in the NCDC AMR surveillance network
may modify existing laboratory data in WHONET to report only the selected data fields necessary
for the surveillance network.
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This process of data export does not affect the original WHONET data file if all the steps are followed
as specified. However, it is advisable to take a back up of your WHONET data files from C Drive into
an external drive before starting this process of exporting data from WHONET for reporting to NCDC.

Step 1: If your lab uses WHONET 2022, then navigate to the "Data" folder in the "WHONET"
folder in the "C" drive (shown in the image below).

File Home Share View
“ v » AMRPC » Windows (C:) » WHONET » Data
Name
o Quick access
GASP
I Desktop
2020
¥ Downloads Bhopal_2020
= Documents 2021
& Pictures 2019 04-1
Bhopal 2020 WO195WHO. TST <:|\
LHME 2018 W2020IMD.A20
Shallu & ExcelDemo
Vitek2-demo-data
WHONET
WO01-2015.GLS
W AMRPC W2000WHO AGI

B 3D Objects
B Desktop

= Documents
4 Downloads
J Music

= Pictures

B videos
2 Windows (C)
- DATA (DY)

& Network

WHQO-TST-1995-01.sqlite

~
Date modified

Type

File folder

File folder

File folder

File folder

File folder
TSTFile

A20 File
Microsoft Excel 97...
Text Docurnent
GLS File

AGI File
SOLITE File

184 KB

3KB
21KB

8KB
81K
150 KB
140 KB

Search Data

Step 2: Create a copy of your WHONET data file by copying and pasting the same file in the same folder as
shown below. In this example, the file "WO0195WHO.TST" has been duplicated by copying and pasting.

File Home

€ v

s Quick access
[ Desktop
‘ Downloads
5| Documents
&=/ Pictures
Bhopal 2020
Data
LHMC 2019
Shallu

[ AMRPC
¥ 3D Objects

Share View

» AMRPC » Windows (C:) » WHONET » Data

A Name

GASP

Bhopal 2020

2021

2020

2019
|| WO195WHO - Copy.TST
|| Wo19swHO.TST
|| W2020IND.A20
@ ExcelDemo
5] Vitek2-demo-data
|| Wo1-2015.6L5
|| W2000WHO.AGI

~
Date modified

04-10-2021 15:36

-01-2020 14:08

-01-2020 14:08

(I) tI) (I) (I) tI)
EEEES

Type

File folder

File folder

File folder

File folder

File folder
TSTFile
TSTFile

A20 File
Microsoft Excel 97...
Text Document
GLS File

AGlFile

Search Data

Size

184 KB
184 KB
3KB
21KB
3KB
81 KB
159 KB

Step 3: You may close the folder once you have duplicated your original data file as described

above.
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V. How to Modify the Data Fields for Reporting to NCDC
After duplicating your WHONET data file in your WHONET data folder, please follow the steps
below for selecting the data fields for export.

Step 1: Launch the WHONET 2022 application from your desktop.

Ll © Type here to search

Step 2: select the NCDC reporting lab configuration already installed into your system and click open
laboratory.

For example, "BJMC Ahmedabad for NCDC reporting configuration 2022" has been selected in the picture
below.

* Laboratory

Country code  «  Laboratory code Laboratory name . ‘ MNew laboratory |

BJMC Ahmedabad NCDC Reporting Configuration 2022
WHO GLS WHO GLASS Demaonstration
WHO TST WHO Test Laboratory ‘ Open laboratory K ]

‘ Maodify laboratory

‘ Copy laboratory

‘ Delete laboratory |

‘ Language and dates |

\ Selectfonts |
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Step 3: Once the laboratory is open, click on the "Data entry" tab and click "Open data file" from the menu
option.

¥ WHONET 2022 - BIMC Ahmedabad NCDC Reporting Configuration 2022

Data entry | Data analysis Help

Mew data file

Open data file

Combine, export, or encrypt data files
Update data files to SQLite
View S0Lite database

Modify clinical report
Modify data file structure

1 COWWHONET\DataWo195WHO - Copy.TST

2 CWWHONET\Datali202201_BJIMC-AHM.sqglite

3 COWHONET\Data\2022 NCDC FINAL DATAWNCDC_2022_FINAL_inxcombined.sqlite
4 CAWHONET\Data\20220ND-RAN-2022 (1st Quarter).sglite

Step 4: Clicking on "Open data file" will direct you to the files in WHONET 2022 "Data" folder.
Open the "Copy" file, which duplicates your original data file.

File Home Share View v 0
« v A4 » AMRPC » Windows (C:) » WHONET » Data v 0O £ Search Data
A Mame Date modified Type Size
3 Quick access
GASP 20-07-2021 1811 File folder
I Desktop  # :
Bhopal_2020 05-08-202112:34 File folder
¥ Downloads # 221 13-09-2021 16:38 File folder
Documents # 2020 (4-10-202115:36 File folder
[&] Pictures * 2019 (04-10-2021 15:36 File falder
Bhopal 2020 D WO195WHO - Copy.TST <:|‘l -01-2020 14:08 TST File 184 KB
Data D WOT93WHO.TST 31-01-2020 14:08 TST File 184 KB
LHMC 2010 D W2020IND.A20 13-03-2020 13:50 A20 File KB
Shal @ ExcelDemo 13-04-2021 22:36 Microsoft Excel 97... 21KB
allu
D Vitek2-demo-data 13-04-2021 22:36 Text Document SKB
g AMR PC D W01-2015.6L5 13-04-2021 22:36 (LS File 81KB
" 3D Objects D W2000WHOLAGI 13-04-2021 22:36 AGI File 159 KB

Step 5: Once you open the data file, you will see the following popup window ask, "What do you
want to do" regarding the data file structure. You should click on the option to "Review the
differences".
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® Data file structure

Data file
Labaoratory BJMC Ahmedabad MCDC Reporting Configuration 2022

The data file and the laboratory configuration have different data fields.

What do you want to do? Review the differences <: T |

Continue with data entry

Cancel

Step 6: You will be prompted for making necessary changes. click on the button "Add fields to
the data file".

' Data file structure

Make any necessary changes. -
Select'Continue with data entry when you wantto continue Confinue with dafa entry
Cancel
Print
;;Zs.ata file is missing the following i Description Field name ~
. State STATE
District DISTRICT
Village/Locality LOCALITY
Date of admission DATE_ADMIS v
Add fields to the data file < 3
;Tfiﬁ‘li‘;ﬁgrﬁ;‘;’;ﬁg“ra"”” FILET Remove Description Field name A
v First name FIRST_NANE
Lastname LAST_MAME
Date of birth DATE_BIRTH
M Institution INSTITUT s
Remove fields from the data file < >
The fields do not have the same length. Hodly Description Datafle
b Location B 15
Department i 15
Specimen type 15 2
Maodify the lengths in the data file < >

Step 7: You will be prompted twice to add the additional field with a warning message, as
mentioned below. Click "OK" both the times.
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WHONET

e Warning: #1

Do you want to add the missing fields to the data file?

|:> oK Cancel

You will get a message as below. Click "OK".

WHONET

o The additional fields have been added to the data file.

—> ok |

Step 8: Next, click the "Remove fields from the data file" button. You will encounter two warning
messages confirming that you want to remove the fields from the data file. Click "OK" both times
to proceed. A confirmation window pops up, indicating the selected data fields were removed
from the database. Click "OK".

WHONET

o Warning: #1

Cro you want to remove the fields from the data file?

Warning You will lose all information saved in the deleted
fields.

> o | [ ]

NHONET

o Warning: £2

Do you want to remove the fields from the data file?

Warning You will lose all information saved in the deleted
fields.

= o | [Gmar]
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WHOMNET

o The fields have been removed from the data file.

Step 9: Next, click on the "Continue with data entry" option

* Data file structure

Make any necessary changes
| Continue with data entry |
Select ‘Continue with data entry’ when you want to continue.
| ‘Cancel |
| Print |
The fields do not have the same length Voaity Descriptian Datafile

Location

Department

Specimen type

Madify the lengths in the data file

Mumber ofisolates = 622

VI. View the modified data

Once you have completed adding and removing data fields, you will encounter the data entry
window as shown below. Click on the "View database" button.
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Origin Human ~ Save isolate

Patient View database <:
Identification number VillageiLocality Bacrrack summary
Age District
= State ? Print

Date of admission

Exit
Location Caliper Clear
Institution Location type
Location E Department &
Specimen
Specimen number Specimen type l:l
\dentification number

Wicrobiology FATIENT D
Organism
Inducible clindamycin resistance Maximum: 30 characters
Vaneomyein screen plate
Antibiotic panel e TS o
@ Disk (@] [+

AMK AMP auc [ | am [

ATM FEP ox [ | Fox ||

caz CcRO cHL || ap ||

cu DOX e || ERY | |

Fos GEN GEH [ | P

LNz MEM uno [ | naL [ |

NET NIT PEF | | TP |

TEC TCY ToB || st [

VAN cXM Ao | axs |

SAM AzA cec [ | czo [ |

cFP csL cc [ | cro ||

cza cev crR || wx [

MFX NOR orx || Tce ||

TeC o o
Other
Comment l:l

Click on the "Continue" button to close the database and click on "Exit" from data entry.

Editisolzte Edit table Delete Find Print

‘nduen:g”eiam” ﬁﬁ;cb‘:f” Oganism Cony Laboratory Sex Age Location  Depariment I;Ezatmn g;”:m” gggme” Srfuercﬂ‘m"“e E;‘;“ma‘a ggg:”‘sm ERVNDIS  TCY.ND20  CHLND30
MG SBTERT. et |WHO sug s 11985 14352000

SOTOTMGSA. B2 e (WHO TS s i o s | 1 1442000

COOTTOEDSS. SADM2 e (WHO TS W med iy WO |t 2 14142000 . %

TUGMO. ANTE. sma (WHO TS s i i S | 0 1452000

RGN SN0 pmi (WHO TS s i i G | 0 14152000

TTBEOTSA. MOSOEIEE. e |WHO TST W e i g |y 0" 14472000

TSRS SIS em (WHO TS o eme ame g o 1 1452000

TR0 RIS e (WHO TS o eme ame g |u 1 14152000 . 1
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ONET\ 20 C-AHM sglite
View database
Patient
Identification number | Village/Locality BacTrack summary
Age District
Date of admission
Exit S l:_l
ot
Institution Location type
Location Department
‘Specimen
‘Specimen number Specimen type l:l
Collection date
Identification number
Microbiology PATIENT_ID
Organism
Inducible clindamycin resistance Maximum: 30 characters
‘Vancomycin screen plate
Antibiotic panel All antibiotics -
@ Disk O Mc Etest
AMK AMP AMC AZM
ATM FEP CTX FOX
CAZ CRO CHL cip
CLI DOX ETP ERY
FOS GEN GEH 1PM
LNZ MEM MNO NAL
NET NIT PEF TZP
TEC TCY TOB SXT
VAN Cxm AMX AXS
BAM AZA CEC CZ0o
CFP CsL CTC CPD
cza ccv CLR LVX
MFX. NOR OFX TCC
TGC
Other
commen —

VI1I. Exporting AMR Data to WHONET Output

Once you have confirmed that your isolate database contains only the data fields necessary for
reporting to NCDC, the next step will be to export the isolate data.

Step 1: After closing the data entry window, click on the "Data analysis" option under the "Data
analysis" tab in WHONET, as shown below.

File  Dataentry | Data analysis Help
| Data analysis <

Quick analysis
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Step 2: This will open the data analysis window. Click on the "Analysis type" button to open a
new "Analysis Section” window as shown below for BJMC Ahmedabad.

# Data analysis: BIMC Ahmedabad NCDC Reporting Configuration 2022

| Analysis type |< I Oplions One per patient

Organisms Isolates
Datafiles Output Screen ~
Macros Begin analysis Exit

Step 3: Select "lIsolate listing and summary™ in the "Analysis Type" section and "Listing" in the
"Report format™ section, and then click "OK". In this section, confirm that "Test results" is checked.
This option ensures that zone diameters and MIC values are reported. Then click "OK".

|_| 1
0 V
Isolate listing and summary  %RIS and test measurements | Scatterplot | Resistance profiles | Isolate alerts | Cluster aleris

Report format

(® 1. Listing 2
O 2. Summary

O 3 Both

Options

Listing
(® Testresults 3

(O Testinterpretations

[ Include isolate alerts

4
[] Use new WHONET breakpoint tables

Expert rules I > OK

Step 4: Next, click on the "Options" button.
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# Data analysis: BJMC Ahmedabad NCDC Reporting Configuration 2022

Analysis type Options One per patient

Study = Isolate listing

Organisms Isolates
Datafiles Output Screen v
Macros Begin analysis Exit

A window labelled "Analysis options" will open.

Step 5: In the "Analysis Options™ section, tick the checkbox that reads "round up to full dilution™.
Once checked, click "OK".

@

[] combine disk. MIC. and Etest results
Priority Etest= MIC = Disk

MIC and Etest - Interpretation of half-dilutions
(® Round up to full dilution (Recommended)

() Do not round up

[] Encrypt patient information

|:> OK

Step 6: To Select the organisms for reporting. Click on the "Organisms" button as shown below.
Click on "Organisms groups™ and enter each organism group per AMR Surveillance SOP.

Note: For including all species of one genera, use code in Capital letters. For example:
Capital “KL-*is used for all the species of Klebsiella including Klebsiella species in your
data file. Small “k1” will select only Klebsiella species mentioned in your data file.
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*. Data analysis: BJMC Ahmedabad NCDC Reporting Configuration 2022

Analysis type Options One per patient

Study = Isolate listing

Organisms <:| Isolates

Data files Output Screen v

Macros Begin analysis Exit

Select "Organism groups™ as shown (Please refer to Annexure table 2a for a list of priority
pathogens from the National AMR surveillance network SOP).
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Selectthe organisms that you would like to include in the analysis.

Make your selections by double-clicking or by typing the codes and pressing <Enter= after each one.

WHONET organism list Analysis organism list
Code Clear list

Organism groups <:I [ Analyze as one organism

ALL All organisms A
GM+ Gram positive organisms
GM- Gram negative organisms

ANA Anaerobes
MYC Mycobacteria
FUN Fungi

PAR Parasites
0TB Other bacteria

OTH Other organisms | > ==
EBC All Enterobacteriaceae
NFR All non-fermenting gram negative rods Fa

Acinetobacter sp.
AEC Aerococtus sp.
AER Aeromonas sp.
BCS Bacillus sp.
BAC Bacteroides sp.
BUK Burkholderia sp.
CAM Campylobacter sp.
CAN Candida sp.

Cl- Citrobacter sp.
CDF Clostridium difficile v
Search oK

Selectthe ocrganisms that you would like to include in the analysis.

Make your selections by double-clicking or by typing the codes and pressing <=Enter= after each one.

WHORMET organism list Analysis organism list

Code Clear list
Organism groups [] Analyze as one organism

! z AC- Acinetobacter sp.

GM+ Gram positive organisms KL- Klebsiella sp.

GM- Gram negative organisms P5- Pseudomonas sp.

ANA Anaerobes sau Staphylococcus aureus ss. aureus

MY Mycobacteria eco Escherichia coli

FLIM Fungi EMT Enterococcus sp.

PAR Parasites sat Salmonella Typhi

OTB Other bacteria pty Salmonella Paratyphi

OTH Other organisms :> -

EBC All Enterobacteriaceae

MNFR All non-fermenting gram negative rods =

AC- Acinetobacter sp.

AEC Agrococcus sp.

AER Aeromonas sp.

BCS Bacillus sp.

BAC Bacteroides sp.

BUK Burkholderia sp.

CAM Campylobacter sp.

CAM Candida sp.

Cl- Citrobacter sp.

CDF Clostridium difficile hd

Search oK

Once the list of priority pathogens groups isolated from your laboratory in the reporting period is
populated, if WHONET data has any specific species, please select the species of priority
pathogen from the extended list.

Once all the priority pathogen groups and species are selected, click "OK".
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Before reporting the quarterly data to NCDC, the nodal officer of each site should check the data.

® . Organisms

Selectthe organisms that you would like to include in the analysis.

Make your selections by double-clicking or by typing the codes and pressing =Enter= after each one.

WHOMET organism list Analysis organism list

Code Clear list
Extended list ] organism groups [] Analyze as one organism

afc Pseudomonas facilis ~ AC- Acinetobacter sp. A
pfl Pseudomonas fluorescens KL- Klebsiella sp.

bagl Pseudomonas gladiali P3- Pseudomonas sp.

clt Pseudomonas luteola sau Staphylococcus aureus ss. aureus

bma Pseudomaonas mallei eco Escherichia coli

pma Pseudomonas maltophilia ENT Enterococcus sp.

pme Pseudomonas mendocina sat Salmonella Typhi

mme Pseudomonas mesophilica pty Salmaonella Paratyphi

for Pseudamonas oryzihabitans —=
pod Pseudomaonas otitidis aca Acinetobacter calcoaceticus

spa Pseudomonas paucimobilis - alw Acinetobacter lwoffii

ppa Pseudomonas pertucinogena abx Acinetobacter calcoaceticus-baumannii compl
ppi Pseudomonas pickettii kpn Klebsiella pneumoniae ss. pneumaoniae

ppl Pseudomonas pseudoalcaligenes kox Klebsiella oxytoca

ppm Pseudomonas pseudomallei krn Klebsiella pneumoniae ss. rhinoscleromatis
ppu Pseudomonas putida pae Pseudomonas aeruginosa

spf Pseudomonas putrefaciens efm Enterococcus faecium

ps- Pseudomonas sp. efa Enterococcus faecalis

pai Pseudomonas sp. group 1 pag Pseudomonas alcaligenes

psz. Pseudomonas stutzeri pfl Pseudomonas fluorescens

o Pseudomonas stutzeri-like v ppm Burkholderia pseudomallei v

| | —> o

Once all the options for analysis type, organism and analysis options have opted on the data analysis
screen, click on macros and save selected options as macros.

You may create macros for each priority pathogen for each specimen type that can be made once,
and every month/ quarter/ Annually, AMR data can be checked using the exact macros.

For example, AST macros for E. coli blood isolates can be created as follows.

1. Step a): Click on “Analysis type” and select option %RIS and test measurements, select "%RIS and test
measurements'* and click on "'select antibiotics", and browse antibiotics for E. coli (here antibiotics are selected
which are in the AMR Surveillance panel for E. coli but each site can choose the number of antibiotics as per the
local use.

e A new window opens with the option to make new macros. Click on "new."

e  Another window will be opened that asks you to name this macro. Give ""AMR Surveillance Reporting"* and click
on "'save"’.

e  Select "percentage of isolates' and click on ""OK"" in the options
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@ WHONET 2022

File Dataentry Dataanalysis  Help

BIMC Ahmedabad NCDC Reporting Configuration 2022

lysis selection - %RIS and test me

Izolate listing %RIS andtest Scatterplot | Resistance profiles | Isolate alerts | Cluster alerts

@ Data analysis: BIMC Ahmedabad NCDC Reporting Configuration 2022
Report format <:
A
[ anansistoe | ] Oplions || oneperpatient | © 1. %R endteat mazzurament Summary
o Tables Rows 1| Antibiotic
Grapns 2 |(None) ~|
O 2 summary 3 |vone) ~|
& 4 [(one) =
Graph
Organisms [ Isolatas
Antiviotics
O Al antibistics @ Select antiniotics @ @
Options
Percentags or number Measurement ranges Histograms
@® Percentage of isolates! Disk diffusion [ - s o mm @ Breakpoints.
Datafies output Screen v
(@) SIS WIC and Etest 002 | - [258 | ugmi O Quaity control
ATCC 25022 (sc0)
[ MIC panets
ASCAM Campylobacter
‘ Macron Begin analysla ‘ ‘ Exit [ Displaythe histogram's legend.
@ Antiviotic selection < bles Configuration [ Expert ules

Selectthe antibiotics.
Local antibiatic list
Ceftriaxone_CLSI_MIC

Amikacin_CLSLMIC
Ampicillin_CLST_MIC
Azithromycin_CLEI_MIC
Azirsonam_CLSI_MIC
Cefepime_CLSI_WIC
Cefotaxime_CLSI_MIC
Cafoxitin_CLS|_MIC
Ceflazidime_CLSI_MIC
Cefuroxime_CLSI_Disk_20ug
Chloramphenicol_CLSI_NIC
Ciprofioxacin_CLEI_MIC
Clindamycin_CLSI_MIC

Analysis antibiotic ist
- Ampicilin_CLSI_Disk_10ug

Imipenem_CLSI_Disk_10ug
Ampicillin_CLSI_WIC
Cefepime_CLSI_MIC

Ciprofloxacin_CLSI_MIC
v Ertapenem_CLSL_MIC

:?\ o || caa 7.

TrimethoprimvSultamethoxazole_CLSI_Disk_1.25/23 75/ig

I ST

Click on Analysis Type

Select Antibiotics
Click on Browse

Select antibiotics for th
which macros is made
Click on right arrow fo

o gk whE

Click on %RIS and test measurements
Select %0RIS and Test Measurements

e pathogen for

r each antibiotic

Step b): Click on "organisms to select the priority pathogen for which the macros are required.
Select the specific pathogen and click on the right arrow. Click "OK"

@ wHoNET 202

File Dataenty Dataanalysis Help

Analysis type

BJMC Ahmedabad NCDC Reporting Configuration 2022

@ D:ta analysis: BIMC Ahmedabad NCDC Reporting Configuration 2022

#. Organisms

Selectthe organisms that you would like to include in the analysis

Options

| One per patient

Make your selections by double-clicking or by typing the codes and pressing <Enter= after each one

Study =RIS and test measurements

Antibiotics = AP, FEF, CTX, CAZ, CIP, ETP,IPH, ST, AMP FEP, CTY CAZ, CIP ETP IPM, SXT, COL

WHONET organism list
Code

[ Extended list [ Organism groups [] Analyze as on

Analysis organism list

Clearlist

& organism

aba Acinetobacter baumannii

Isolates

1
Organisms |< ]

ot Bacteroides fragilis

pee  Burkholderia cepacia

cco  Campylobacter col

[ Campylobacter jejuni ss. jejuni

cal Candida albicans

ofr Citrobacter freundii

odp  Cor ium sp.
emy Cylomegalovirus

eae  Enterobacter aerogenes

Datafiles

ed Enterobacter cloacae
eav Enteracoccus avium
efa Enteracoccus faecalis

Output Screen

efm Enteracoccus fagcium

ent Enterococcus sp.
ebv Epstein-Barr virus

187 Escherichia coli 0157H7

hin Haemophilus influenzae

hxb Haemophilus influenzae (not type b)
hib k influenzae (fype b)

Begin analysis

Search ‘

Step c): Click on "Isolates", and another window will be displayed. Scroll down and select "specimen type",
and click on "define criteria" in the bottom left corner of this window. Now another window will pop up and
search for the specimen to be analyzed; for example, select blood, click on the right arrow, click "OK", and

again click "OK".
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Wi 2022 - BIMC Ahmedabad Reporting Configuration 2022
NHONET 2022 - BIMC Ahmedabad NCDC Reporting Conficy 2022
File Dataenty Dataanalysis Help

ata analysis: BJIMC Ahmedabad Reporting Configuration 2022
D. lysis: BIMC Ahmedabad NCDC Reporting Config

Analysis type Options

@ isolates

One per patient |

To define selection criteria, cheose a data field and click on Define criteria’

Prior antibiotic therapy
Diagnosis

Institution

Location

Specimen number
Lacation type
Department

Study = RIS and test measurements
Antibiotics =AMP, FER, CTX, CAZ, CIF, ETP. IPH, SXT, AMP, FER, CTX, CAZ, CIF, ETP IPH, SXT, COL

N

Organism
Organism type
Inducible

eco Escnerichia coli

2

resistance

Collection date
Specimen type (Numer

Data files Output Screen v ‘

[ Exclude screening isolates: Specimen type ='sc’,'mr, \r', 'cd

® Include isolates that saisfy all of the selection criteria.

() Include isolates that satisfy
A

[ Exclude laboratory Isolates: Specimen type ='qc’, I, 'ex’,‘Department = lab’

ageast one ofthe selection criteria.

[ Define criteria O\

Jrerion H Clearall criteria |

Begin analysis I Exit

4

Make your selections by double-clicking or by typing the codes and pressing <Enter> afer each one.
‘SPEC_TYPE - Specimen type
4

7\
)l oK
14

Code bl < '_l

bl

=

v

1. Click on “Isolates” o Abdomen
. ab Abdominal fluid

2. Select “Specimen type” % Ao andominal
3. Click on “Define criteria” e
4. Select specimen type “bl” N Ao

- - Al tic fluid
5. Click on right arrow w e

¥

6. Click on “OK”

Search

Blood

@ Include
P

O Exclude

|| canca

N
) |
V

Step d): Now, to save this macro, click on macros.

Step e): A new window is opened; click on "new", and another window will be displayed. Label your new
macro, e.g. viz.: E. coli blood and click on save. Click on "save", and the newly created macros are saved in

a macro folder which is inside the WHONET folder in C drive.

@ WHONET 2022 - BIVIC Ahmedabad NCDE Reporting Configuration 2022
File Dataenty Dataanalysis  Help

@ Data snalysis: BIMC Ahmedabad NCDC Reporting Configuration 2022 @ Wiacro definitions

CWHONETWacros\
File name =AMR Survelllance Reporting mer

| Anaysis tye Options || One per patient |

Study = RIS and test measurements
Antibiotics = AMP, FER, CTX, CAZ, CIF, ETF, IPM, SKT, AMP, FEP, CTX, CAZ, CIP, ET, 1P, SXT, COL

Organisms Isolates

eco  Escherichia col Specimentype: i

1 [ ] « WHONET » Macros

| Macros_Blood
2020

click on “New”
Give name to new

i Windows (C:)
. DATA (D) e

wn e

E

Del

Organize = New folder
8 3D Objects A Name
[ oegnanaysis | Ext | 9 Desitop '] AMR Surveillance Reporting.mer
| () Decuments | 2022
- & Downloads | Pathogen-wise_specimen Macros
B Music | Macres_Pa+OSBF_NCDC-AMR
i 13 9 | Macres_Stool
Click on “Macros e v
| Macros_Urine
B Videos

Load

Ma

cro name

[E coli_Blood

dit

lote

Wnat information do you want 1o save?

O Search Macros

Date maodified

16-06-2022 17:24
16-06-2022 17:26
16-06-2022 17:26
10-06-2022 15:08
12-05-2022 17:25
12-05-2022 17:19
12-05-2022 14:34
25-10-2021 14:07

Bz
Type
MICR File
File folder
File folder
File folder
File folder
File folder

File folder

File folder
>

Laboratory
alysis type and options
ganisms

Isolates

Isolate alerts

~

File nare; | EREANEITS]

Save astype Macrofiles

macros as

A Hide Folders

|_5-> [sove || comen

This newly created macros can be used quarterly to check the AST profile data for E. coli blood isolates; for
this, follow the steps as follows:
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Step a): Click on macros, another window is opened and click on load and select the already created and
saved macros; after loading this macro, all the prefilled information is seen, and every Quarter, the only data
file is selected and analyzed.

Similarly, macros for all the priority pathogens with different specimen types are created and saved in the
WHONET C drive macros folder.

@ WHONET 2022 - BJMC Ahmedabad NCDC Reporting Configuration 2022
File Dataentry Dataanalysis Help

@ Data znal BIMC Ahmedabad NCDC Reporting Configuration 2022 x @ isolates x
To define selection criteria, choose a data field and click on Define criteria’
Analysis tpe Options I | ©One per patient |
Village/Locality ~
Study = RIS and test measurements District
Antibiotics = ERY, DOX, LNZ, TEC, CIP, GEN, SXT, CLI, FOX, VAN, ERY, DOX, LNZ, CIP, GEN, SXT, CLI, FOX State
Prior antibiotic therapy
Diagnosis
Institution
Location
Specimen number
Location type
A Department
mEm ] Coicion ate <:
N
sau Staphylocaccus aureus ss. aureus Specimen type (Numenic) -
[ Exclude Iaboratory isolates: Specimen ype =°qc’, 1a’, 'ex , ‘Department = ‘lab’
A Exclude screening isolates: Specimen type ='sc, ‘'mr, v, ‘cd’

@ Include isolates that satisfy all of the selection criteria

Data files Output Screen ~| O Include isolates that satisfy at Ieast one of the selection criteria.
A 2
Define criteria

Clear all crite] > | ok

Make your selections by double-clicking or by typing the codes and pressing <Enter> after each ane

| | Exit SPEC_TYF'E—Spe[\min type
Code o . as Abscess
£ aa Abscess, abdominal
ad Abscess, abdominal
ap Appendix
m Aspirate, fine-needle
R - Blood ] at Aspirate
Click on bedt Do V€598 ﬁ au Autopsy
“Isolates” bm Bone marrow v S!ie
solates on Brain Bone marraw
Select mi Breast milk Breast
3 3 ba
Specimen os Bums
bu Bursa
type” bk Buttack v

A Search @ Include O Exclude
Click on

ra N
L hd )| oK ] Cancel
|4
@ WHONET 2022 - BIMC Ahmedabad NCDC Reporting Configuration 2022
File Dalaentry Dataanalysis Help
@ Datz analysis: BIMC Ahmedabad NCDC Reporting Configuration 2022 X N @ Macre definitions — =] >
CAWHONETWacros\Wacras_PA+OSBF_NCDC-AMRL
Analysis type Options | ‘ One per patient | File name = Acinetobacter_PA+OSBFE.mcr 2 N
Study = RIS and test measurements New

Antibiotics = ERY, DOX, LNZ TEC, CIP, GEN, SXT, CLI, FOX, VAN, ERY, DOX, LNZ, CIP, GEN, SXT, CLI, FOX 2022_ECOLI_PUS_RIS

ENT_PA+OSBF
Klebsiella_PA+OSBF
Pseudomonas_PA+OSBF

sau Staphylococcus aureus ss. aureus Specimen type: ab, as, ad, ac, pt, am, at, fn, bi, sf, cy, ec, hf, jf, K, In, es, ef
[ o [ =]

Data files Output Screen v | @ savemacro - o x

Macro name 4 3

[s.aureus_Blood+ParosBF L | |

N
4
What information da you want to save? B

1 V-
N

[ Analysis type and options

[ Organisms
[ Isolates
4 < WHONET > Macros Search Macros
[ Data files
[ Output
M 3D Objects ~ Name Date modified [ Isolate alerts
B Desktop [ E.coli_Blood.mer 17-06-2022 16:29
Documents [7] AMR Surveillance Reperting.mer 16-06-2022 17:24
¥ Downloads 2022 27-06-2022 10:56

Organize New folder

D Music Pathogen-wise_specimen Macros 16-06-2022 17:26 i . C]lck on ¢ Macl‘os”

= s

. . Click on New
Save o5 types Macro files Give name to the
macros

A Hide Folders
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2. A new window opens, and the newly created macros get saved in the macros folder of the WHONET folder in
“C” drive by default.

3. Every Quarter while exporting WHONET data to NCDC, select this macro, avoiding steps 2 to 6. All the options

of analisis tiie, orianisms and analisis oitions are filled automaticalli.

4+ » AMRPC » Windows (C:) » WHONET » Macros ~ & 2 Search Macros

Organize » New folder f== - (7]

Shallu (n) Narne Date modified Type Size

SOF 2020 25-10-2021 1407 File folder

O AMR PC
] 3D Objects
[ Desktop
Documents
* Downloads
b Music
[&=| Pictures
B videos
., Windows (C:)
- DATA (D)

[FIELEERRA MR Surveillance Reportine =

Save as type: | Macro files ~

A Hide Folders |—>| Save | | Cancel |
4

4. To load the already created and saved macros, click on macros.

5. A new window is opened, which shows you the earlier created macros in the C drive WHONET macros folder.
Click on ""Load".

6. The main screen with prefilled information appears, then move on to step 7 for selecting the data file to be
submitted.

7

° WHORNET 2022 - BIMC Ahmedabad NCDC Reporting Configuration 2022
File Dataentry Dataanalysis Help

@ Dats snalysis: BIMC Ahmedabad NCDC Reporting Configuration 2022

Analysis type Options | | ‘One per patient

* Macro definitions
CIWVHOMETWMacrosy
File name = AMR Surveillance Repg

Isolates

Data files Output

Begin analysis
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* Data anah IMC Ahmedabad MCDC Reporting Configuration 2022

Macros

Begin analysis

Analysis type Options One per patient
Study = Isaolate listing

Organisms Isolates
ALC- Acinetobacter sp. ~
KL- Klebsiella sp.
P3- Pseudomonas sp.
eco Escherichia coli
sau Staphylococcus aureus ss. aureus w

Data files Output Screen v

Step 7: Selecting data file: Click on the data file tab below.
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® Data analysis: BJMC Ahmedabad NCDC Reporting Configuration 2022

Analysis type Options One per patient

Study = Isolate listing

Organisms Isolates
AC- Acinetobacter sp. -
KL- Klebsiella sp.
PS- Pseudomonas sp.
eco Escherichia coli
sau Staphylococcus aureus ss. aureus v
Data files Output Screen ~
N
Macros Begin analysis Exit

Please select the data file. Click on the drop-down menu for "Files of type", as shown below.

Select data files

File name | > BJMC Ahmedabad MCDC Reporting Configuration 2022 (*N01*) Clear list
Dat BJMC Ahmedabad NCDC Reporting Configuration 2022 ("N017)
W Data Name NO1 (*NO1=.sqglite)
NOT (*.NOT)

SQLite (* sqlite)
dBASE files (*.dbf)

7 Documents and Settings - Access (*accdb)
1 he
7 PerfLogs

7 Program Files

1 Program Files (x86)

7 ProgramData

7 Recovery

‘_ System Yolume Information
7 system sav —

1 Users

1 WHONET
[T Backup -

-1 CLUSTER
1 Codes

.17 config
-[1 Data
7 Documehts

-7 Language
- Log
T Machines
.17 Macros
-7 WacroTemplates
T NCDC 2022 DATA ANALYSIS
-1 Output v »

[] Separate analysis for each file OK Cancel

Step 8: Select "All files” from the "Files of type™ drop-down menu. This would populate all the data files
in the Data folder. Select the file's name created in the duplication step (see page 5). Then click on the
Right Arrow in the middle portion of the window to bring the file's name to the right window panel
labelled "Files for data analysis". Then click "OK".

NB: If you have multiple data files for one Quarter, you should select them, compile and send them to the
right window panel.
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Select data files

File name All files (=7} ~ Clear list
7y Data Name Last modified Size Datafiles
[FY202201_BIMC-AHM.slite 16/6/2022 356:23PM 20 KB [EYWO195WHO - CopyTST <:|
[EhExceiDemo.xs /612022 52345 PM 21 KB
Documents and Settings ~ B IGIMS Patna_Ci4_2021.csv 9/6/2022 5:23:45 FM 127 KB
[ viteke-demo-data bt /612022 5:23:45 P TKB
] (B W0195WHO - CopyTST <:14-59 PM 427 KB
: Program Files [y Wo195WHO.TST /612022 5:2345 P 183 KB
Program Files (x86) [EAWHO-TST-2000-01.5qlite /612022 5:23:45PM  172KB
ProgramData [EAWHO-TST-2000-OneHeallh.sqlite  9/6/20225:23:45 PN 112 KB

Recaovery

System Volume Information
system.sav

Users

WHONET

7 Backup <
CLUSTER

Codes

configurgtions

Documents

Language

Log

Machines

Macros

MacroTemplates

MCDC 2022 DATA ANALYSIS
Qutput

[ Separate analysis for each file :> oK Cancel

|

Step 9: In the drop-down menu to the right of the label "Output”, select WHONET (SQL.te) as the file format
for exporting from WHONET.

medabad N

Analysis type Options One per patient

Study = Isolate listing

Organisms |zolates
AC- Acinetobacter sp. -
KL- Klebsiella sp.
P3- Pseudomonas sp.
eco Escherichia coli
sau Staphylococcus aureus ss. aureus v
Data files Output Screen v
Screen
WO0195WHO - Copy.TST Text
Excel
dBASE
WHOMNET (dBASE)
EARS-Net! CAESAR
SaTScan
Text (WHOMNET)
Macros BAccess
Text-Vertical bar
JAMIS (Japan)

Folder (Japan)
SOLite
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After selecting "WHONET (SQL.ite)" next to "Output”, enter the file name as YYYY QD
XXXXXX

YYYY denotes reporting year (e.g., 2021, 2022)

QD denotes Quarter of reporting (e.g., Q1, Q2, Q3, Q4)

XXXXXXX denotes lab code (This is code corresponding to your lab in WHONET. We have
populated new lab codes with a maximum of 10 letters specific for each network laboratories in
column 2 of Annexure 1)

The extension of the file name with 3 letter AMR network lab code (refer to column 5 of
Annexure 1) will be auto generated and stored in WHONET Output folder in “C” drive.

The example below demonstrates how BJ Medical College Ahmedabad would export data
representing Quarter 1 of 2022 reported in April. You would be giving a file name
"2022Q1 BIJMC-AHM", as mentioned below

* . Data analysis: BIMC Ahmedabad NCDC Reporting Configuration 2022

Analysis type Options One per patient

Study = Isolate listing

Organisms Isolates
AC- Acinetobacter sp. -~
KL- Klebsiella sp.
P5- Pseudomonas sp
eco Escherichia coli
sau Staphylococcus aureus ss. aureus W
Data files Qutput WHOMNET (SQiLite) ~
WO195WHO - Copy.TST File name

A1

|c:wvHONETOUtpuNBIMC-AHM_Q1Aprii22.salite. L —— 1 |

Macros i> Begin analysis Exit

Once the "Filename" is entered, click "Begin analysis".

Click on exit once the analysis is completed. You can locate this exported data file with the name
2022Q1_BJMC-AHM.sqlite inside the "Output” folder of WHONET in the "C" drive. Please do
not try to open this file from the "C" drive using any other application on your computer; This file
must be read-only using WHONET software.

| 5
Home Share View
« v 4 » AMRPC » Windows (C:) » WHONET » Output
MName Date mc:clifiEcI Type Size
7 Quick access
202201 _BIMC-AHM.sqlite SOLITE File 38 KB
o [ a0z, N Gm— a _
|=| ecoli_blood_eshl 27- Text Document 3 KB
¥ Downloads E] ecoli_bl_esbl_2022 Text Docurment 3KB
= Documents [ ecoli_bl_esbl_2022.sqlite SQLITE File 163 KB
=] Pictures |=| KLEBSIELLA_CRE_URINE Text Document 3KB
2022 | | klebsiella_cre_urine_2022.sqlite SQOLITE File 1,848 KB
2022 data analysis @ ecoli_urine_2022_raw Microsoft Excel W... 7,609 KB
Output |=] CREECO Urine Text Document 3KB
| | ecoli_cre_2022.sqlite SOLITE File

shallu 17-06-2022 _ _ _
|| BIMC-AHM_CN April22.sqlite SOLITE File

3 AMRPC || Annual 2020 Data.NC1 20-07-2021 16:46 NC1 File




How to Send the Modified WHONET 2022 Files to NCDC
Please follow the steps below to send the data files to NCDC from the WHONET folder.

Step 1: Right-click on the exported file from the WHONET "Output” folder in the "C "drive and
click on "send to" compressed Zip folder

Step 2: Rename this zipped folder as YYYY Q1 XXXX-XXXX

YYYY denotes reporting year (e.g., 2021, 2022)

QD denotes Quarter of reporting (e.g., Q1, Q2, Q3, Q4)

XXXX-XXXX denotes 6-7 letter lab code (This is code corresponding to your lab in WHONET. We
have populated new lab codes maximum of 10 letter for network laboratories in column 2 of
Annexure 1)

In the following example, the name of the folder corresponds to the following details:

2022: Year 2021
Q1: Quarter 1 report
BJMC-AHM: BJ Medical College Ahmedabad

Please see the BJIMC Ahmedabad AMR data file below.

Output
Fil, Hom Share Wiew
<« - 4 > AMRPC > Windows (C:) > WHONET » Output
Name Date modified Type Size
s Quick access .

[ 2022Q1_BIMC-AHM sqlite

[ ecoli_blood_esbl

[2] ecoli_bl_esbl_2022

[7] ecoli_bl_esbl_2022.sqlite

[5) KLEBSIELLA_CRE_URINE

[ klebsiella_cre_urine_2022 sqlite

2022 Open with

© Share with Skype
E3 scan with Microsoft Defender...
L& Share

2022 data analysis
Output
shallu 17-06-2022

Restore previous versions

O AMR PC
¥ 3D Objects ﬁ E:é‘;;"j’in:aﬁw Send to (‘_| >| @ Bluctooth device
B Desktop [ ecoli_cre_2022.sqlite cut N ¥ Compressed (zipped) folder
[Z] Documents [7] BIMC-AHM_Q1 April22.sqlite Copy - T lEmReTEY
4 Downloads [7] Annual 2020 Data.NC1 Create shortcut [Z Documen ts
B Music 2022 = = Fax recipient
sites - 5 Mail recipient
&1 Pictures g = T e—
B vid
eos Phase wise files for feedback Propertie: [
i Windows (C:)
= DATA (D)
eF Network
moER earact
File Hame Share View Compressed Folder Tools
« v » AMRPC » Windows (C) » WHONET » Output
Mame Date modified Type Size
7+ Quick access ;
2022 i 202201_BIMC-AHM Compressed (zipp... 12 KB
X |_] 2022Q1_BIMC-AHM.sqlit; SOLITE File 22KE
2022 datasnalysis 1o 4 plood esh Text Document 3KE
Output |Z] ecali_bl_esbl_2022 Text Document IKB
shallu 17-06-2022 || ecoli_bl_esbl_2022.sqlite SQLITE File 462 KB
3 AMR PC |=| KLEBSIELLA_CRE_URINE Text Document 3KB
[7] Klebsiella_cre_urine_2022.sqlite SQLITE File
3D Object:
o ects @ ecoli_urine_2022_raw Microsoft Excel W...
[ Desktop |=] CRE ECO Urine Text Document
| Documents | ] ecoli_cre_2022.5qlite SQLITE File ]
; Downloads || BIMC-AHM_Q1April22.sqlite SOLITE File 100 KB
D Music [] Annual 2020 Data.NC1 NC1 File 16,342 KB
&) Pictures 2022 File folder
s Sites File folder
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Step 3: Email this zip file to amrsurveillance@gmail.com

If you have any queries regarding saving the file or need further assistance, please contact:

Name Designation Email Phone

Dr Lata Joint Director, latakapoor@yaho0.co.in 0811214482

Kapoor NCDC

Dr A.S. Valan | Public Health Specialist, ntq0@cdc.gov 9205786734
CDC India

Dr Shallu ECHO (AMR) Project amrsurveillance@gmail.com | 8860915305

Kathuria Manager, ASM
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VIIlI. Annexures:
1. Unique laboratory codes for WHONET data reporting

SI | Current Lab

Lab code
State |NCDC AMR Network Laboratory for NCDC
Reportin

No @ Code

1 BIJMC-AHM Gujarat |BJ Medical College, Ahmedabad
2 | BIJMC-PUNE |MaharashtraBJ Medical College, Pune NO02
3 | GMCH-CHG |Chandigarh |Govt. Medical College, Chandigarh NO03

Uttar  (Ganesh Shankar Vidyarthi Memorial Medical College,

4 | GSVM-KAN | b odesh Kanpur N04

5 LHMC-DEL Delhi  |Lady Hardinge Medical College, New Delhi N05
MMCRI- Mysore Medical College and Research Institute,

6 MYSR Karnataka Mysore NO06

7 | SMS-JAIPUR | Rajasthan Sa_wal Man Singh Medical College Medical College, NO7

Jaipur

8 SAE[E)'E‘R_ Delhi  VMMC, Safdarjung Hospital, New Delhi NO8

9 GMC-TRV Kerala |Government Medical College, Trivandrum NO9

10 KAPV-TRY | Tamil Nadu KAPV Government Medical College, Tiruchirappalli N10

11 GMC- Assam  |Gauhati Medical College and Hospital, Guwahati N11
GAUHAT g prial,

12 | NIEGRIHMS | Meghalaya North Eastern Indira Gandhi Regional Institute of N12

Health and Medical Sciences (NEIGRIMS), Shillong

MGMMC- Madhya

13 INDO Pradesh Mahatma Gandhi Memorial Medical College, Indore N13
IGMC- Himachal . . . .
14 SHIML Pradesh Indira Gandhi Medical College (IGMC), Shimla N14
GMC-AUG [Maharashtra| GMC, Aurangabad, Panchakki Road, near Jubli Park N15

15
Chowk, Aurangabad

16 OSMC-HYD | Telengana |[Osmania Medical College 5-1-890, Turrezbaz Khan N16
Road, Koti, Hyderabad

17 GMC-GUNT Andhra |Guntur Medical College, Guntur N17

Pradesh
18 AGMC-AGA Tripura |AGMC & GBP Hospital, P.O. Kunjauan, Agartala, N18

Tripura (West)

19 | SCBMC-CUT Odisha |SCB Medical College, Mangalabag, Cuttack, Odisha N19

GMCH-JMU | Jammu & |Government Medical College and Hospital, N20

20 Kashmir |Department of Microbiology, Bakshi Nagar, Jammu
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Pt. BDS Post Graduate Institute of Medical Sciences,

21 | BDSPGI-RTK | Haryana Rohtak N21
22 RIMS-RAN Jharkhand |Rajendra Institute of Medical Sciences, Ranchi N22
23 | IGIMS-PATN Bihar |Indira Gandhi Institute of Medical Science, Patna N23
GMCH- . .
24 HALDW Uttarakhand|Govt. Medical College, Haldwani N24
25 ‘](lel\_ll'\:_(l_: ) Chhattisgarh|Pt. Jawahar Lal Nehru Medical College, Raipur N25
GMC- Madhya . .
26 BHOPAL Pradesh Gandhi Medical College, Bhopal N26
27 STM- West Bengal(Calcutta School of Tropical Medicine, Kolkata N27
KOLKTA g P :
28 G\'\/A AI\EFSS Gujarat |GMERS Medical College and Hospital, Valsad N28
LLRM- Uttar . . . .
29 MERIT Pradesh Lala Lajpat Rai Memorial Medical College, Merrut N29
30 | CMC-COIMB | Tamil Nadu [Coimbatore Medical College, Coimbatore N30
31 | MAMC-DEL Delhi  |Maulana Azad Medical College, New Delhi N31
32 | SPMCH-BIK | Rajasthan [Sardar Patel Medical College & Hospital, Bikaner N32
33 | KIMS-HUBLI | Karnataka Karnataka Institute of Medical Sciences, Hubli, N33
Karnataka
34 | IGMRI-PUDU | Puducherry Indira Gandhi Medical College & Research Institute, N34
Puducherry
NAMO- Daman & . .
35 SILVA Diu NAMO Meri Silvassa, Daman & Diu N35
36 GMC-GOA Goa Goa Medical College, Bambolim N36
37 STNM SIKKIM Sir Thutob Namgiyal Memorial Hospital (STNM), N37

Sikkim
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2. List of priority pathogen codes for data entry in WHONET

Priority Pathogen WHONET code

Enterococcus species ENT
Staphylococcus aureus sau
Escherichia coli eco
Klebsiella species KL-
Acinetobacter species AC-
Pseudomonas species PS-
Salmonella enterica Serotype Typhi sat
Salmonella enterica Serotype Paratyphi pty

2a. Priority pathogens; extended list of common species isolated

Priority Pathogen WHONET code

Enterococcus faecalis efa
Enterococcus faecium efm
Enterococcus gallinarum ega
Acinetobacter baumannii aba
Acinetobacter calcoaceticus aca
Acinetobacter calcoaceticus-baumannii complex abx
Klebsiella pneumoniae kpn
Klebsiella oxytoca kox
Klebsiella rhinoscleromatis krn
Pseudomonas aeruginosa pae
Salmonella Paratyphi A saa
Salmonella Paratyphi B sab
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3. Antibiotic codes for surveillance data entry in WHONET

e : . . WHONET 2022

Antibiotic name with Disk Concentration Data Entry code Measurement
Amikacin 30 ug AMK Disk/ MIC
Amoxicillin-clavulanate 20/10 ug AMC Disk/ MIC
Ampicillin 10 ug AMP Disk/ MIC
Ampicillin Sulbactam 10/10 ug SAM Disk/ MIC
Azithromycin 15 ug AZM Disk/ MIC
Aztreonam 30 ug ATM Disk/ MIC
Cefepime 30 ug FEP Disk/ MIC
Cefixime 5 ug CEM Disk/ MIC
Cefotaxime 30 ug CTX Disk/ MIC
Cefoxitin 30 ug FOX Disk/ MIC
Ceftazidime 30 ug CAZ Disk/ MIC
Ceftriaxone 30 ug CRO Disk/ MIC
Cefuroxime 30 ug CXM Disk/ MIC
Chloramphenicol 30 ug CHL Disk/ MIC
Ciprofloxacin 5 ug CIP Disk/ MIC
Clindamycin 2 ug CLI Disk/ MIC
Colistin COL MIC
Doxycycline 30 ug DOX Disk/ MIC
Erythromycin 15ug ERY Disk/ MIC
Ertapenem 10 ug ETP Disk/ MIC
Gentamicin 10 ug GEN Disk/ MIC
Gentamicin High 120 ug GEH Disk/ MIC
Imipenem 10 ug IMP Disk/ MIC
Linezolid 30 pg LNZ Disk/ MIC
Meropenem 10 ug MEM Disk/ MIC
Minocycline 30 ug MNO Disk/ MIC
Netilmicin 30 ug NET Disk/ MIC
Nitrofurantoin 300 ug NIT Disk/ MIC
Pefloxacin 10 ug PEF Disk/ MIC
Penicillin 10 Units PEN Disk/MIC
Piperacillin/Tazobactum 100/10 ug TZP Disk/ MIC
Teicoplanin TEC Disk/ MIC
Tetracycline 30ug TCY Disk/ MIC
Tobramycin 10 ug TOB Disk/ MIC
Trimethoprim/ Sulfamethoxazole 1.25/23.75 ug SXT Disk/ MIC
Vancomycin 30ug VAN Disk/ MIC
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